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PB can not handle the electron
port in lung tissue

0ose has an error in lung tissue
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Do we know how this error changes

when

the lung tissue density changes?
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We will present and compare results from
3 dose calculation algorithms.

1.PB: Eclipse/Varian

(Pencil Beam)

2.AAA.  Eclipse/Varian
(Analytical, Anisotropic Algorithm)

3. Monte Carlo: BEAMnrc/EGSnrc
(Full Monte Carlo)
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3

Normalised dose

[%]



3

1] g/cm

rofile dose [%

6MV p
Lung mass density plung=

— AAA
—PB
—MC

—MC error bars

o wiofb 1= Buny

£ wiofB L= Buny

10

90 -
80 1
70~

[94] os0p pasifewioN

T T T T T T
o - (- () () o o
<0’ LO < 0] (V| —












&l -.

PB

/[ 012 3

Lung
Tumour

MC



&l -.

PB

/[ 21 3

Lung
Tumour

MC



&l -.

PB

[ 21%$ 3

Lung
Tumour

MC



&l -.

PB

Lung

MC

Tumour




22%

Deep ingpiration

15%







For the
Monte Carlo
simulation
we have a
computer
cluster; a gift
from the
TOYOTA
Foundation
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